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Diagnosis
ATRT
Craniopharyngioma
Ependymoma
Ganglioglioma
HGG
LGG
Medulloblastoma

Protein Cluster
Aggressive
Cranio/LGG_BRAF.V600E
Ganglio−rich
LGG_BRAF.WT−rich
Ependy
HGG−rich
LGG_BRAF.fusion−rich
Medullo

Variant
WT
Missense Mutation
BRAF Fusion
Deletion
Neutral LOH
Inframe INS
Splice Site Mutation
Frameshift DEL
Nonsense Mutation
Inframe DEL

chr1

−1
−0.5
0
0.5
1

0
2
4
6
8

10

� � � �

�

�
�

Genome Instability

ns
*

*

BR
AF

C
TN

N
B1

N
F1

−4 −2 0 2 4

Other Diagnoses

LGG/BRAFV600E

LGG/BRAFWT

LGG/BRAFFusion

Other Diagnoses

Cranio/CTNNB1Mutant

Cranio/CTNNB1WT

Other Diagnoses

HGG/NF1Mutant

HGG/NF1WT

RNA Z−score
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Status

Other Diagnoses

Mutant

Wild Type

Fusion

Del
Frameshift Del
CNV−neutral LOH
Mut & Del
Mut & CNV−neutral LOH
non−Event ATRT
Other Diagnosis


